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The prevalence of extended spectrum betalactamases at
a tertiary hospital in South Africa
N. Mbelle
National health laboratory Services, Johannesburg, South
Africa
Background: The extent of extended spectrum beta lac-
tamase (ESBL) producing clinical isolates is now a global
concern. The prevalence of ESBLs varies between species,
geographically and with time. Delays in commencing appro-
priate therapy have been shown to have an impact on
morbidity, mortality and hospital associated costs. The
availability of current South African data will provide the
evidence required to implement appropriate health mea-
sures.
Methods: A retrospective descriptive study was per-
formed for the period from May 2008 to April 2009.
Consecutive clinical specimens were obtained from admit-
ted patients and patients referred from primary health care
clinics to Dr. George Mukhari tertiary hospital in Preto-
ria, South Africa. Isolates from blood, cerebrospinal ﬂuid,
urine, sputum, pus and stools were processed using con-
ventional laboratory methods. Isolates were identiﬁed and
susceptibility testing done on the Microscan® using the CLSI
guidelines.Demographic, clinical and laboratory data were
evaluated.
Results: ESBL production was identiﬁed in 454 (18%)
of the enterobacteriaceae isolated this period. The clini-
cal source was predominantly non-sterile sites, 386 (83%)
compared to 78 (17%) from sterile sites. The majority of iso-
lates were from pus swabs (170) 44%, while 134 (35%) were
from urine. Of the isolates identiﬁed, 271 (29%) were Kleb-
siella pneumoniae, 89 (9%) Escherichia coli, 25 (3%) Proteus
mirabilis, 25 (5%) Enterobacter cloacae, 12 (1%) Klebsiella
oxytoca and the rest Enterobacter aerogenes, Morganella
morganii, Proteus vulgaris, Citrobacter freundii and Serra-
tia marcescens. The prevalence of ESBLs in the Klebsiella
pneumoniae isolates was found to be 271 (46%) and that for
Escherichia coli 89 (12%).
Conclusion: At our institution, the overall prevalence of
ESBL producing enterobacteriaceae of 18%, reafﬁrms the
global spread of ESBL producing bacteria. The presence of
ESBLs in most of the common enterobacteriacea is consis-
tent with the horizontal spread of ESBL genetic material.
Due to the signiﬁcant epidemiological implications; detec-
tion and surveillance would beneﬁt health interventions at
our institution and the country.
doi:10.1016/j.ijid.2010.02.1568
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First characterization of blaIMP and blaVIM cassette-
containing Novel Integron in metallo-ßlactamase produc-
ing Pseudomonas aeruginosa in Malaysia
Y. Khosravi ∗, S.T. Tay, V. JamunaUniversity Of Malaya, Kuala Lumpur, Malaysia
Background: Carbapenem play an important role in the
treatment of infections caused by Pseudomonas aeruginosa.
t
o
bts e37
he increasing frequency of carbapenem-resistant P. aerugi-
osa isolates is of concern world wide. The carbapenemases
an be class A, B (metallo-ßlactamases) and D. The types
f MBLs that have been described so far are, IMP, VIM, SPM,
IM, SIM, with three recently reported AIM, KHM and NDM.
hey are typically present as integrons, often in association
ith other resistance gene cassettes. The objective of this
tudy is characterization of MBl cassette-containing integron
rom P. aeruginosa in Malaysian isolates.
Methods: A total of 90 IMP-resistant clinical isolates were
andomly isolated from the patients admitted at Univer-
ity Malaya Medical Center (UMMC), during 2005-2008. MBL
roducing isolates were phenotypically identiﬁed using MBL
test and double disk synergy tests. Duplex PCR and PCR-
FLP, were carried out to determine the presence of MBL
nd class of integron. The gene cassette regions for the
lass1 integrons were ampliﬁed using primer speciﬁc for the
′CS and 3′CS combining by VIM-R/IMP-R and VIM-F/IMP-F
espectively.
Results: Among 90 IMP-resistant isolates tested by the
BL Etest and double disk synergic test, 34 (37%) isolates
ere found to be MBL producers. Of these 34 MBL-positive
trains, PCR analysis conﬁrmed blaIMP and blaVIM genes
n 32 isolates (94%). In the present study, DNA sequencing
hows that the MBL-positive genes were present as class1
ntegrons. The gene cassette array of class 1 integrons con-
aining MBL genes are listed as following: blaIMP-7, aacC1;
ingle gene cassette of blaVIM-11; aacA7 and blaVIM-2. The
laIMP-4 gene was absent in the integrons of two strains
attI; aacA7). Amplicons with lengths of 1.1 kb to 3.3 kb
ere ampliﬁed using 5′-CS and 3′-CS primers for gene cas-
ette regions and 4 types of PCR amplicons of gene cassette
ere identiﬁed in 32 isolates with class 1 integronassociated
BL genes.
Conclusion: We conﬁrmed that the integrons were preva-
ent and may play an important role in multidrug resistance
f P. aeruginosa. In addition, the class I was the most abun-
ant type of integron in Malaysian isolates.
oi:10.1016/j.ijid.2010.02.1569
3.014
arbapenem hydrolyzing multidrug resistant Acinetobac-
er baumannii
. Koirala1,∗, I. Tyagi1, V. Sundareshan1, S. Bergman2, J.
awhorn3, C. Drake3, C. Speil 1
Southern Illinois University School of Medicine, Spring-
eld, IL, USA
Southern Illinois University School of Pharmacy,
dwardsville, IL, USA
Memorial Medical Center, Department of Microbiology,
pringﬁeld, IL, USA
Background: Multidrug resistant (MDR) Acinetobacter
aumannii has emerged as a major pathogen causing
ealthcare-associated infections. Carbapenem susceptibil-
ty in our local hospitals has declined from over 90% to less
han 50% in past ﬁve years.
Methods: We analyzed A. baumannii isolated from vari-
us patient specimens which were identiﬁed using standard
iochemical tests. Antibiotic susceptibility testing was
